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CCGCTG AA C C CCA GC CA CCG^XTOT ATCC AA G-GG A GGC ATC ATGOC A TGGX5 A GG CG A CTC AAA G A CTGG CGTxTTGTG GAG 

CGTGG AAG C A GG A GG GC AG AGG CT A v C A G CTGTXXJ AAACG AGGCC A TO CTG CCTC CICCTGG TGTTXT C ATC A G G G A G C C G 12 12 

•TTC^CCAGTG^TG^T^ i ^ ^ 

CCC ATC CTC CTC C CTGCA CA CTCTG G A TG A CA TGGT A C CCTGG CTGG ACCACATA CTGG C CTCT TTCTTC AA C CTCTCT 137] 
AATAT^GC^CAG ACCGATCTCTAAG^T^C^ 

Cn^CvTOXrcCTTTGGCCCTC^ ^ ^ 
TAXCAAATC^CTTTCGTC^ ' ^ 
AGCACGTOCCCGC^CCC^-rCACAT^AGAAAACAAGATCAGCC^ 
AACAAAAAAACACAAAAATTAGCCAGX^T<5T<X>TG 

AT<XX^AGC<rTGGG AGGCAG AGGTTGCAGTGA^ ^ 

CCTTGTCTC AAJ^AAATAC AGGG ATG AAT ATG^CAATTACCCTG ig2< 

AT^C^XrnrCACCCCATAAATATGTACAAT^ATGTATACATT^ 20Q3 

^AAAAAAAAAAAAAGGOCGGGCCGCTAG ACTAGTCTAGAGAACA _ , 

2047 
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HSPSPTALFCU^IX^I^RVPAQSGPLPKPSLQ?^ 
KLSSSRYQIXJAVLFIPAMKRSLAGRYRCSYQNGS^ 

G PAVS SGGDVTLQCQ TRYG FXX^FALYKEGDPAPYKNPERWYRAS FPI ITVTAAHSGTYRC 

YSFSSRDPYLWSAPSDPLKLVVTGTSVTPSRLPTEPPSSVAEFSEATAEL 

TETSRS I TTS PKE S D S PAG PARQ YYTKGNIATRI C LG AVI L II LAG FLAE D WH S RRKRLRH 

HGRAVQRPLPPLPplpqtrkSHGGQDGGRQDVHSRGLCS 
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ALIGK calculates a global alignment of two sequences 

> V u9i%2e o^ UPlea8e CltC: MyerB and Miller ' CABIOs < 1989 > 

> hT2 68 ORF 1893 aa vs ' 

scoring matrix: P a^l20.naL, gap penalties; -12/-4 101? 
37.7% identity; Global alignment score: -8 

ATCTCTCCATCCCCG^CCCCCCTCT^GTC^ 

1 20 30 40 50 60 

80 90 100 HO I2(f - 130 

GGCCCTTCCCC^c™ 



inputs GG 



C.CCCCTCCCCAACCCCTCCCTCCCCCTCTCCCCAGCTCCCTCCXCCCCCTCOA^CCCA^TCACCC 

ioo no 120 I30 



J< ° 150 lb0 170 180 190 ,„„ 

m ° yf^n? T .???? CAG ?r;' G ' :ACGC ??"?? AG ! Acc ? ficTGGATw>GAGGcMccc ^^^="=«> 

T ^GTGCCAGGC--ACCT CCGGG 6r G V GACCT ^0 "GCCTGGAG — --AAG 

210 ' 22 ° 230 2 "° 250 260 270 

lnP " t£ CA ? A '^y AAC ? CACTGGAACCC ^ G " C ^ CGC «°ATTCTCCATCCCATCCATG A C ft GAGC ft CC ft TCCG 



CTGAGTT CCAGCAGGTACC-AGCATCA- 1 
190 200 210 



GGCAGTCCTCTTCATCCCGGCCATG AAG AGAAGTCTGGCT 



220 230 240 

280 290 300 310 320 3 30 340 

^ G ^ A ™™GCCACTATTACAC^^ 

^^ctaccg^gctcct^ 

260 270 200 290 300 310 

350 360 370 390 400 410 

inputs <^ACAGGATTCTACAAC^ 

TCCCACG^AG^TTTGCCAA^^ 

320 33 ° 340 350 360 370 380 

i . V° 440 450 460 470 480 

inputs ATGACCCTCCGATGTGG^ 

CTAACCCTACAGTGTCAGACT^ 

390 4 °0 410 420 430 4 4 o 

«0 , 500 510 520 S 30 540 5 50 

inputs TCCCCCGG ACCXTTGG ACTCACAGCAGCTCCACAG TC GGGGGTTCCAGG CCCTGTTCCCTG TGGGCCCOGT 
1 : : : ... 
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CGACCCTG _ 
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490 '"""' Loo 

G3 ° 640 650 "0 670 fc60 G90 

lnPUtE CCCAGTGACCCCCTGG AGATTCTGCCCTCAGGCGTGTCTAGG/^GCCCTCCCTCCTGACCCTGCAGGGCC 
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GGACCCA 

s6o TACCT-- 

910 920 930 540 950 960 970 

inputs CCTCCGAGTGGTCGGCCCCCAGCGACCCCCTGAACATCCTGATGGCAGGACAGATCTATGACACCGTCTC 
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ALIGN calculates a global alignment of two sequences 
version 2.0uPlease cite: Kyere and Killer, CABXOS (1989) 

> hT268 a. a. 339 aa vs. 

> GenPept U91928 - Human clone HX.9 monocyte inhib 631 aa 
scoring matrix: panl20.roat, gap penalties: -12/-4 
2 3.0% identity; Global alignment score: -64? 

\C 7 0 30 4 0 . bO 

i nput s HSP^PTAI.FCr^IX^IXi-PA'PAQSCPPPKPi I.OALPS S r.VPI.EKPVT I.HC^K, P I a 
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: :: - ^- ^ • = • 1 i5I ' : 

H S GGS SLPPTG PPSTPGLG RYXEVLI CVS VAFVLLLFLLLFLLLRRQRHS KHRT S DQRKT D FQRP AG AAE 
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. : j t . i . : : - : 
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TEFKDRGLLWISSPAADVQEEHLYAAVKDTQSEDRVELOSQSPtmEDPQAVTyAPVKHSSPWIEHASPPS 
500 510 520 "0 540- --. 550 560 

300 3 10 320 330 
inputs LRHRGRAVQ-RPL PPLPPL.PQTRK SHGGQDGGRQDVHSRGLC 

SLSGEr LDTKDRQVK EDRQMDTHAAAS EASQDVTYAQLHSLTLPJ : LKLATE PPPSQrJGEPPAE PSI Y ATLA I 
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Alight* o£ top-scoring domains: 

± S , domaxn 1 of 2. from 41 to 90: scoro E = d 
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±u~ domain 2 o£ 1, from 127 to 182: score 19.1, K = 0.1 

* ->GesvtLtCsvsg£ gppgrvsvtWyf kngk. lgpsl 1 gysys rlcs gek 
G + + vtUC^+ + ++ y k-tg+4 -t y+ + ^ 

hT2 6 8 "3 27 GODVTL/0C0TK---YGFD0FALY-KEi^[>p;-J' YKN PKRVrVR- - It 

aril ficgrffii ^HLtissvekeDsGtYtC\T<' * 
+ ++ + inv+-t SGLY4C 

hT 2 6 C 1 G 3 AS FPU TVTAAH SGTY RC Y £; ] £ ? 
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264 
854 
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III 
ATT ATA ATA 
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L 
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GGG 
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CTT 


284 
914 


LA E D W H S P. KF CL 
CTA GCA GAG GAT TGG CAC AGT CGG AAG AAA TCC CTG 


Q H R 
CAA CAC AGG 


K 
ATG 


R 
AGA 


A 

GCT 


L 

TTG 


Q 

CAA 


304 
974 


RP ^PP'LPLA* 
AGG CCA CTA CCA CCC CTC CCA CTG GCC TAG 














314 
1004 


AAATAACTTGGCTTTCAGCAGAGGGATTC^ 


_ 1083 


C^CATACTCAAGACTXSGGGAC^rTTAfATAAAAAA^ 


1162 



1163 
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ALIGN calculates a global alignment of two eequencee 
version 2.0uPleasc cite: Hyera and Killer, CABIOS (1989) 

> U91928 ORF 1893 ^ vs 

> mT268 ORF g39 aa 
scoring oatrix: paml20.r,at, gap penalties: -12/-4 

3 4.3% identity; Global alignment score: -S3C 

10 ?0 30 io 

i ATG ACG CCCG C O. :t , V, - AG Cf TTG CT CTG CCTTG GG CTC A G G. -;■ . ; : ; cc< ■ . -A ■ :. ; .-. ■ • 

AiGTCTCCAGCC-TCAC- -CC -- -ACTTTCTT-- - CTG7 V.T - 

60 90 103 no 120 no Ko 

l nput s CGCCCTTCCCCAAACCCACCCTCTGGGCTGAGCCAGGCTCTGTCATCAGCTGGGGGAGCCGCCTGACCAT 



-TCGGCTC TGTGTACTGC- 

40 



150 160 170 3£o 



J r .J 1 r. CTCGTCTCAGGGGA^ .7 GTGG AGC CCC AG G AG TACCG A CG G 7ATAAAGAGG 



150 ;-GG> 



AAGTCATCC -AAACACA G A. G ■ 



rcc 



so 



60 70 



220 2 30 240 250 260 270 260 

input r, AG7vAATAACCCACTGGAACCCAAGAACAAGGCCAGATTCTCCATCCCATCCATGACAGAGCACCATGCGG 



CCCACT CCC CAAC CCTTCCC-TCCAGG 

SO 90 

290 300 310 320 330 340 350 

inputs GG AG AT ACCGCTGCC ACT ATT AC AGCTCTGCAGGCTGGTC AG AG CCC AG CGACCCCGTGG AG CTG GTG AT 



CTCAGCC CAGTTCCCTG -GT ACCCCTGG G TC AG 

100 110 120 

360 370 380 390 400 410 420 

inputs CACAGGATTCTACAACAAACCCACCCTCTCACCCCTGCCCAGCCCTGTGGTGGCCTCAGGGGGGAATATG 

-TCAG— TTATTC TCAGGTC-C- -CAGGO A 



130 



140 150 



430 440 450 460 470 480 

Inputo ACCCTCC-GATGTC^CTCACAGAACX^ATATCACCAT^^ 

- -CCTCCAGATGTGG ATTTATATCCCCTGGAG AAACTGAAA 

160 170 160 190 

490 500 510 520 530 540 550 

input b CCCCGGACCCTGGACTCACAGCAGCTCCACAG 
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CCGCA CA AGTATGAAGATCAAGAC TTTCTCTT CATT- 

200 210 220 

560 570 5G0 &90 600 CIO G?0 

r. ACCCaGCCACACCTG^GGTTCACATGCTATTACri'ATTATATGAACACCCCCCAnOTGTCCTCCCArxr 



■GGTAT 

7. c :. 



^ 6 '' C J'- CCO 670 680 Gyo 

CGATG — CTCTTA TCAGA ATGGGAGTC -_. ACTGG TCTC1' 



280 



290 



700 710 _ 7^0 730 740 750 760 

" G TC CTCGCCCCi C G G C AG AC ; C CT G A CCCT CC AGTCTGGCTCTGATGT CG G CTACG A C A G A TTTG T"T CTG T 

--- --- -CCCA'-.G - - -TGACCACCTTGAG CTAATT- -GCTAC -- -. 

3 0 0 3)0 3 p o 

770 7ec 7 "' Cl eoo eio 8?o 830 

' npULL AT^GGAGGGCCA^GTGACTTCCrCCAGCGCCCTGGCCAGCACCCCCAGGCTGGGCTCTCCCAGGCCA,' 



AGCTGTGTATGCTAAAC - - CCTC ACTC m C- 

330 340 350 1 

840 850 860 S7C 880 690 900 

i nputs CTTC ACCCTGGGCCCTG TGAj CCCCTCCCACGGGGGCCAGTACAGGTGCTATGGTGCACAC 



A jCTCATCCCA GCT- 

3 60 



910 920 930 940 950 9GO 970 

r.pu t E TCCGnGTGGTCGGCCCCCAGCGACCCCCTGAACATCCTGATGGCAGGACAGATCTATGACACCGTCTCCC 



CACCAGTCCC TC- AAGGCAGG GAT — GTG ACTCTG A 

370 380 390 400 

980 1000 1010 1020 1030 10 40 

inputs tgtcagcacagccgck;ccccacagtggcct'cacgagagaacgtgaccctgctgtgtcagtcatg<;tg<;ca 



AGT GCCAGAGCCCATA CAGTTTTGATGA — 



410 



420 



105 2 1060 1070 1080 1090 11O0 mo 

TACGGA 



input G GTTTG ACACTT^CCT^C^GACCAAAGAAGGGGCAGCCCATCCCCCACTGCXSTCTGAGATCAATG 



— ATTCGTTCTATACAAAGXAGGGG AT ACTGGCCCTTATA — AGAGACCTGA 

430 440 450 460 47Q 



1120 H30 1140 11S0 H60 n 70 



1180 
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Inputs C " C ™ G ™~^ C /*™^ 

J 2 0 3 O 5 4 o 

3 190 1200 1210 32?0 J? 30 

1 ' Jtn ^coGCTCATACA^crccAAccicccAccTcauTrTrrcrcx-Y-- ^"1 

. U ''- , - t ' :v '- LC ^^ l 'AA'::T('ATGGTCTCA^-: 

~' L0 ^ coo G10 

J26 ° 1270 1260 1230 1300 1310 „ ?n 

lnp " ACACTCTCCAGGCT ^^ 

ACTCTCTC CCA-^CCCACCC-^OT-ACCC^C ^A-^CA^CCTC--- 

" ^ " " " " CAG ;tr' rT " ' " " ™™ G ™KcL~icck TC-!taC- - - CCACA^C^A 

G8 ° 690 7GO 

1400 1410 1420 1430 K40 1450 1460 

lnP ° tS --;CACACC^CACACCACATCTCACC^ 

^ TATCTACAA CTG AA AAGCCTATG AATATC ACTCCCT-C-TCCAG-AGGGGCTG 

' 720 730 740 750 

1470 1480 1490 1500 1510 15 20 1530 

inPUtS GACAGACCCCA-^GGACAGGGGCCTGCTGAGGAGGTCCAGCCCACCTGCTGACGTCCAGGAAGAAAACCTC 



AGCCCx-- CC AATTGGTTTTGCTCATCAGCA 

/6 ° 770 780 



- 1S4 ° 15S ° 1560 i57 ° 1580 159 0 1600 

-puts "TCCTCCCCTC^GACAC^^ 

TATGC CAAGGGGAATCTGGTC CGGATATG 



790 



800 



810 



1610 1620 1630 1640 16SO 1660 i G70 

inputs *CCCCCAGGCAGTGACGTATG^^ 

~" CC lln G TGCCACGAT TATAATAATTTTGT 

1680 1690 ivoo 1710 1720 i 7 30 1740 

inputs CTCACTGTCTG^AATTCCTGGACACAAAGGACAGACAGGTGGAAGAGGACA. 



GG CAG ATGG ACACTG AG 



TGGGGCTT CTAG CAGAGGATTGGC ACAGTCGGAAGAA AT 

850 860 870 880 
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7853-178 



0 0 (SHEET / OF 



3o 



17511 1760 1770 1790 neon 

^>°™™^ 

CC — CTGCAACA CAGGATGAGA ' ' ' = * ' ' : : : : 

890 gQ0 -CCTTTGC AAAGG 

9 ] 0 

18?0 1830 ^0 1650 I860 

CC ^ CTA --- -^C.-- CCTCC---- 

9 20 93Q ChCTGGCC-- 

1890 
inputs CCAC 
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ALIGN calculates a global alignment of two sequences 
version 2.0uPlease cite: Kyere and Miller, CABIOS (1989) 

> mT2 68 a. a. 313 

> GenPept D91928 - Human clone HI, 9 monocyte inhib 631 tl 
scorin 9 matrix: paml20.mat, gap penalties: -12/-4 

20.3% identity; Global al| gKnnl acorc; . eo? 

10 20 30 4 0 - t . r , 

1 h ' r > * S PT FFC I G I.OVI.Q V I OT0 S J ? LPKP.'i I.QAQPS «; I . VP I .< ; v .< . V J ,'.H< Vv ; - , : * vt ,r vvr 

KTPALTALLCI.GLSLGPRTP.V0AGPFPKPTLWAKPG5; V 1 SWG 5; P VT IWCC^S [.v^vy^v r G <^P' r '. 



30 70 30 4 0 bC eo 



70 80 90 100 HO • 120 Ian 

inputs DQDFL F-IPTKERSNAGRYRCSyQNGSHWSLPSDQLELIATCVYAKPSLS AHPSSAVPQGRD V 

RN N PL F P KN KAR F S I P S MT E HHAC R Y RC KY Y S S AG W S E P S D P L F. L VMTO F Y N >' P rr S AI F S P VV A S CG - - 
80 90 100 HO 1?0 130 i<o 

niji'jt TLKC- -Q.M'Y - - 



TLRCGSQr.G i' KH f' V L HK£ C i i :. 1 ! T I. [J S C>2 i .fi SGG FQAI-FF V Z P Vf, PS H RW~ "-'7C V vyYK'fTr'QVti"" ' 1 
150 160 170 160 190 2 oo 210 

140 ISO 

inputs SFDEFVLYKEGD 



SDPLE ILPSGVSRKPSLLTLQC R V"L A PGQS LTLQCG S D VG Y DR.FVLYKZGF. RD ri,QRj?GCO p QAG LSQAN* 
220 230 2 <° 250 260 270 " 260 

160 

input. TGPYK pp EK K- 

FTLCPVS PSHGGQYRCYGAIiNLS SEWS APS DPLN I LMAGQ1 YDTVSLSAQPG P TVAS G E NVTLLCQS WVQ 
290 300 310 320 330 340 350 

170 180 igo 200 

inputs YRANFPIITVTAAHSGTYRCYSFSSSSPlf LWSAPSDPLVX.VVTG 

FDTFLLTKEGAAHPPLRLRSKYGAJIKYQAEFPMSPVTSAKAGTY 

360 370 380 390 400 410 420 

210 220 
inputs LSATPSQVPTEES FPV 

HSGCSSLPPTGPPSTPGIXiRYLE VXIGVSVAFVLLLFLI 

430 440 450 46Q 470 480 490 

, _ ' 230 240 250 260 270 
Inputs TESS RRPS ILPTNKISTTEKPHNI— TASPEGLSP-PIGFAH QKYAKGKLVR — I 
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t k vy-. kg • .lkk.s t ; pa advq :-: ?: n : ,y aavkdtqsk d rve i.ns <? r> pkd d r q avt y /a vah^^prk^masi 1 ; 1 :; 

500 ilO 520 530 540 550 560 

280 290 300 310 
i nput s CLGMI 1 1 I LLGLI^AJEDWH SRKKCLQHRKRALQRPL PP LPP 



r,:.r,c.y.ri.vT k.d hq vk r. o kq kd tk aaa seasqdvtyaqlhs lt lrrkat e p p p s q k g v ? ak p s i y at la i 

5 70 5 60 5 9 0 GOO 63 0 C ? i 6 3 0 
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Alignment;; of top- r . C ot i.ig do-^ins- 

i B > do Mln : of 2 , from 42 fco 91: - ficoro 10 2< E : x 4 

— „ cowxr.coar.--P DVDL ^ 1 ^ 71 

■-nl ^cr f^-ntLtissvckcDsGLnCvv: - * 
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aril ;.cg:-fsi s tltLtissvckcDsGtYtCw<- * 

NFPIITVTAAHSGTYRCYS i S3 



FIGURE 10B 



7853-178 A (SHEET 2?- OF 3o 



ALIGN calculates a ulob^l Alignment of two Eeciuenccs 
verclon 2.0uPlease cite: Kyers find Hiller, CABIOS (1989) 

> hT268 a. a. 33s r . v , _ 

> raT2 6 6 a . a . 3 1 3 r ^ 

scoring nv.trrix: r } i 2 0 . r.i t , c L -.p i-.cn.iUic:;: - 1 2 / - 4 K 
C£.4^' identity; CloU^l ^liyii;;;,^: :cc:o: 1011 

10 20 30 . 40 SO GO 

inpUt - L^ sps PTALFCLGLCt>GRV-p4lSGPI,W PS LP ALFSS f .VP! .FK P W r pr^DD^rpr vr r rrxc — ry- 

tH5PASPT FFCICLCVLQVIQ7fi SGPLPt.PSLQAOPSSLVPLGQ5.VT LRCOC PPD WLYPXEKUKPEKYF D 
10 20 30 40 so CO 7 0 

7 __ 5 0 10 0 110 120 2 30 

i nyLU C^WU' I PAYORS LAGR YRC5 i QN'G S I.W0 U-SDQ LF-LVATCVFAy .PS I-S AQ ly; PAV^S C-G D w^I^CC/T R Y,l 

C =X F I PTKERS t J AG R YRC S Y Q I JC S ?rW5 L P S DQ LFX I ATGVY A^ P S LS A3 iPSSAVFQG RDVTUKCQ S P Y S 
80 SO 100 110 120' " 130 - 140 



140 150 160 170 160 



ISO 200 



1 npu t s F DC; F ALYKEG D PA P Y KCN T P E RWV PAS FPU T\T AAHSGTYKCY S FS S RD? YLWS APS D F LELWTCT SVT P 

F D EFVLYKEG DTC P YKR P E KWY RAJ JF P 1 1 TVT AAHS GTYRCYSr SSSSPYLWS/vPSDPLVLWTGLSATP 
ISO 160 170 180 190 200 210 

210 . 220 230 240 250 260 270 ■ 

inputs SFXFTEPPSSVAEFSE^TAELTVSFTTC<V^ 



S QVPTEESF PVTES S RRP S I L P - - - TNKI S TTE KPMN I TAS PEG LS P P I G FAHQ HYAKGNLVRICLGATI 
220 230 240 250 260 270 

280 290 300 310 320 330 

inputs LIII^GFIAEDWHSRRKRLRHRGRAVQRPLPPLPPLPOT^ 



1 1 1 LLG LLAEDWH S RKKC LCHRMRALQRP LP P L P -LA - 
280 290 300 310 



FIGURE 1 1 



7853-178 



0(SHEET # OF 3o ) 



kDa 




FIGURE 12 




FIGURE 13 




FIGURE 14 



7853-178 0 



•(SHEETS OF 'ft ) 



Counts 

_ 0 30 60 90 120 150 

C3 ■ I ■ 1 1 1 , A ,i A -t-t-l-i^-j-i-L j^. 



II 1 r -> 
—I 



: r 



CD - 

CO 



C3 -H 



a 

o 




Counts 

_ 0 20 40 60 80 100 

*~7 -f 1 '■■ ! ■■ ><* ' * • i t lii i 




FIGURE 15 



7853-178 ^ 



# (SHEET & OF 3o 



Adhesion % 




FIGURE 16 



7853-178 41 



^(SHEET^OF 




FIGURE 17 



7853-178 £ 



^SHEET OF 3o ) 



Light transmission 
► 





FIGURE 18 



7853-178 0 



• (SHEET 3o OF * 




(spuooas) Quip StnpSQjg 



